RAW SEQUENCE LISTING 



The Biotechnology Systems Branch of the Scientific and Technical 
Information Center (STIC) no errors detected. 

Application Serial Number; /o/$^/(a,S^OS 

Source: ^p^(^ 
Date Processed by STIC: /Z^J^^t^ 



ENTERED 



Serial Number 



: /o/s76j .CPS' 



CRF Edit Date 
Edited by: 




Realigned nucleic acid/amino acid numbers/text in cases where the sequence 
text "wrapped" to the next line 



Corrected the SEQ ID NO. Sequence numbers edited were: 



Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID 
NO'S edited: 



Deleted: invalid beginning/end-of-file text ; page numbers 



Inserted mandatory headings/numeric identifiers, specifically: 



Moved responses to same line as heading/numeric identifier, specifically: 



Other: 



Revised 09/09/2003 




PCT 



RAW SEQUENCE LISTING DATE: 12/14/2004 

PATENT APPLICATION: US/10/516,505 TIME: 18:17:40 

Input Set : N:\Crf4\12102004\J516505.raw 
Output Set: N:\CRF4\12142004\J516505.raw 

1 <110> APPLICANT: ISIS Pharmaceuticals Inc. 

2 Eric G. Marcusson 

3 C, Frank Bennett 

4 Kenneth W. Dobie 

5 <120> TITLE OF INVENTION: ANTISENSE MODULATION OF EXTRACELLULAR- SIGNAL -REGULATED 
KINASE- 6 EXPRESSION 

FILE REFERENCE: PTS-0055WO 

CURRENT APPLICATION NUMBER: US/lO/516 , 505 
CURRENT FILING DATE: 2004-12-01 
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PRIOR FILING DATE: 2003-01-17 
PRIOR APPLICATION NUMBER: 10/174,465 
PRIOR FILING DATE: 2002-06-17 
NUMBER OF SEQ ID NOS: 233 
SEQ ID NO: 1 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 

FEATURE : 

OTHER INFORMATION: Antisense Oligonucleotide 
SEQUENCE : 1 

tccgtcatcg ctcctcaggg 20 
SEQ ID NO: 2 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 

FEATURE : 

OTHER INFORMATION: Antisense Oligonucleotide 

SEQUENCE: 2 

gtgcgcgcga gcccgaaatc 20 
SEQ ID NO: 3 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Antisense Oligonucleotide 
SEQUENCE: 3 

atgcattctg cccccaagga 20 
SEQ ID NO: 4 
LENGTH: 1670 
TYPE: DNA 

ORGANISM: H. sapiens 
FEATURE : 



file://C:\CRF4\OUTHOLD\VsrJ5 1 6505.htm 



12/14/04 



Page 2 of 8 

RAW SEQUENCE LISTING DATE: 12/14/2004 

PATENT APPLICATION: US/10/516,505 TIME: 18:17:40 

Input Set : N:\Crf4\12102004\J516505.raw 
Output Set: N:\CRF4\12142004\J516505.raw 

48 <221> NAME/KEY: CDS 

49 <222> LOCATION: (34) . . . (1137) 

50 <400> SEQUENCE: 4 
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PATENT APPLICATION: US/10/516,505 TIME: 18:17:40 

Input Set : N:\Crf4\12102004\J516505.raw 
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133 <210> SEQ ID NO: 5 

134 <211> LENGTH: 20 

135 <212> TYPE: DNA 

136 <213> ORGANISM: Artificial Sequence 

137 <220> FEATURE: 

138 <223> OTHER INFORMATION: PGR Primer 

139 <400> SEQUENCE: 5 

140 ctegttgeca cettgacctt 20 

142 <210> SEQ ID NO: 6 

143 <211> LENGTH: 16 

144 <212> TYPE: DNA 

145 <213> ORGANISM: Artificial Sequence 

146 <220> FEATURE: 

147 <223> OTHER INFORMATION: PGR Primer 
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RAW SEQUENCE LISTING DATE: 12/14/2004 

PATENT APPLICATION: US/10/516,505 TIME: 18:17:40 

Input Set : N:\Crf4\12102004\J516505.raw 
Output Set: N:\CRP4\12142004\J516505.raw 

SEQUENCE : 6 

tggaacccgg gcgtct 16 
SEQ ID NO: 7 
LENGTH: 24 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: PCR Probe 
SEQUENCE : 7 

ttgcatccca aggcatccat caga 24 
SEQ ID NO: 8 
LENGTH: 19 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: PCR Primer 
SEQUENCE: 8 

gaaggtgaag gtcggagtc 19 
SEQ ID NO: 9 
LENGTH: 20 
TYPE: DNA 



SEQUENCE : 9 

gaagatggtg atgggatttc 20 
SEQ ID NO: 10 
LENGTH: 20 
TYPE: DNA 



OTHER. INFORMATION: PCR Probe 
SEQUENCE: 10 

caagcttccc gttctcagcc 20 
SEQ ID NO: 11 
LENGTH: 20 
TYPE: DNA 



ccttcatcat ctggtacacg 20 
SEQ ID NO: 12 

LENGTH: 20 . " . 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Antisense Oligonucleotide 
SEQUENCE: 12 
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RAW SEQUENCE LISTING DATE: 12/14/2004 

PATENT APPLICATION: US/10/516,505 TIME: 18:17:40 

Input Set : N:\Crf4\12102004\J516505 .raw 
Output Set: N:\CRF4\12142004\J516505.raw 

tccttcagct ggtccaggtg 20 
SEQ ID NO: 13 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 



ccaccagctc tgaggtttct 20 
SEQ ID NO: 14 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 



ggagagctca tggcaggccc 20 
SEQ ID NO: 15 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 



SEQUENCE: 15 

gtggcgcatg tgcttgagca 20 
SEQ ID NO: 16 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Art if icial " Sequence 



SEQUENCE: 16 

cccttcatca tctggtacac 20 
SEQ ID NO: 17 
LENGTH: 20 
TYPE: DNA 



atccagggtc tcatcaggag 20 
SEQ ID NO: 18 
LENGTH: 20 
TYPE: DNA 

ORGANISM: Artificial Sequence 



SEQUENCE: 18 

cccggagccc agagatcttc 20 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/516,505 



DATE: 12/14/2004 
TIME: 18:17:41 



Input Set : N:\Crf4\12102004\J516505.raw 
Output Set: N:\CRF4\12142004\J516505.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:71; N Pes. 1,2,3,4,5,6,7,8,9,10,11,12,13,14,15,16,17,18,19,20 
Seq#:75; N Pos . 727 

Invalid Line Length; 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:l; Line(s) 5 
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VERIFICATION SUMMARY DATE: 12/14/2004 

PATENT APPLICATION: US/10/516,505 TIME: 18:17:41 



Input Set : N:\Crf4\12102004\J516505.raw 
Output Set: N:\CRF4\12142004\J516505.raw 

L:715 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7l after pos . : 0 

L:918 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 75 , Line# : 0 

L:931 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:75 after pos.:720 
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